MZMZMZNZ M 1NN M 17 MMM 12NNz M 12 MMM 12 M2 M2 122 M 1NNz M 1M MZAZ M 12NN M 1NN M 12 MMM 12 MMM 1
AN N AN AN AN AN AN N AN AN AN AN AN AN AN N AN AN AN ZN AN 2N AN AN AN AN N AN AN AN AN AN 2N N AN AN AN AN AN 2N AN AN AN AN AN AN N AN AN AN 2N AN AN AN AN AN AN N AN AN AN AN AN AN

PVEINTa L A7 0 —) Uil EDS AR E & 1x ?
— MEZ ar— b 1T 238 EE AT

FRNZATBOE NENZAERE - REpEERT - ERkFEE (il %

17 NS NSNS M AL 1 MMM 12NN M RIS IR VA IR VR IR VR RN VR VN VR VAN VA VAN VRN VA VRN VR PR VR RN AN 12NN M 12 M2 M R N IR N IR A I T PN I
IR 7R 7R 7 2 7R 2 7R 2 2R 2 7 2 2R 7S 7R 7 2 2 2 7R 2 2 2 7R 2 2R 2K 7R 7 2R 7 2K 7R 2 2R 2 PR 2K 2R 2 7R 7R 7R 7 2K 7R 2 7R 2 PR 2 PR ZiS PR 7R i 2R ZIS 7R 2i 7R 2

m % S

JHEHTa L A7 0 — VD D32 &R 2 NMEEERIZZBITOILTw b, ZOREIE, Kk
DANIEYD»S AL AT — L 2ERLTH, ZRTHEICILVATFO—)UEN ARSI ik nE
WIHILDTHB Y, LoL, —ficav Are— U1l R EREZAD VS (2L ATu— Lz,
MRY, AHBEERS OEER YT, BHINE 3T Da L A 70— % 2 B B L T 72 AON,
65%DANIXLDL 2L A58 — UEDBZLL 20 LA TFL, DD 3B%IF EFLEZEVRS, 2
DEIE, FERT GEEMEER) + EEEERFIC X250 L Bbn s, FElIEAHTH %,
HEOME 7V — 7 E A ar— 20 RIC, $THEINGEOENELE AL AT e — U lF LD
B2 MIEE T %, RICHEEARGHEREIEE 2R A2 @t L. £ L BN BIGE, fflal A7u—
WEDHBIZ X, aL A7 8 —VEPER LS TWEETFSHZHET 2 Lk, avATu—L
il A2 2 2 A2 AN T %,

B i ik
1. ak—FOEE LA ATTE (e Ayl 71 775 2)39
TEABEWBEICB W TARB Ny 782 % 9 b -2 o hd 6, BMIH 28.3 DL LD/ AZES N4
235 SN . R E L7, WEOOORERE, #MEiEg e Uik, 1 FH GG, 1, 3,6, 9,
12 7> HE8 1 BARHISE) D MKGE ) 72 8 55 % 17 - 7o, SEBHEE 3 JOnhd G2 T L <. BURE D
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S TR 18 4R

T MEXBHLMICSH 12 ApoB ZERLEMBOL X FO—ILE(A) . FiElERsE (B) DRI DOV T

A B
APOB Case : Total-Cho>220 &% APOB Case:TG>149 ik
Name Assoc Allele Case Control Frequencies P value Name Assoc Allele  Case Control Frequencies P value
154971516 T 0863, 0.784 0.1186 1 rs4971516 T 0.869, 0.789 0.1295
2 rs693 A 0.049, 0.045 0.8782 2 rs693 A 0.083,0.026
31510199768 G 0.961,0.948 0.6382 3 rs10199768 T 0.083,0.026
4 rs679899 G 0.167,0.104 0.1612 4 15679899 G 0.214,0.086 | 0.0051]
5151367117 A 0.088,0.075 0.7035 5 rs1367117 A 0.107, 0.066 0.2636
6 rs515135 c 0.902, 0.896 08712 6 rs515135 T 0.143,0.079 0.1199
7 rs1429974 A 0.255, 0.239 0.776 7 rs1429974 A 0.262,0.237 0.6685
8 rs754524 G 0.108, 0.082 05002 8 rs754524 G 0.119,0.079 0.3104
Block Haplo type Freg. Case Control Frequencies P Value Block Haplotype Freq. Case Control Frequencies P Value
Block 1 Block 1
TGGAG 0.686 0.696, 0.679 0.7807 TGGAG 0.686 0.655,0.704 0.4355
CGGAG 0178 0.127,0216 0.0752 CGGAG 0.178 0.131,0.204 0.1617
TGGGG 0.051 0.089, 0.022 TGGGG 0.051 0.095,0.027
TATGA 0038 0.039, 0.037 0.9449 TATGA 0.038 0.071,0.020
TGGGA 0.029 0.029, 0.030 0.9639 TGGGA 0.029 0.036, 0.026 0.6799
Block 2 Block 2
cCT 0.669 0.661, 0675 0.8267 cecT 0.669 0.630, 0.691 0.3451
CAT 0.136 0.133,0.138 0.8978 CAT 0.136 0.108, 0.151 0.3493
CAG 0093 0.108, 0.082 05002 CAG 0.093 0.119,0.079 0.3104
TCT 0.085 0.084, 0.086 0.9442 TcT 0.085 0.108,0.072 03515
TAT 0017 0014,0018 08176 TAT 0017 0.035, 0.006 0.1002

xR 2 EXBEHBMEICH 1B HMGCR ZEL & chitfghsE (A) . LDL 3L X7 A—JUE(B) DAEREIC DV T

A B
HMGCR  Case:TG>149 E: L HMGCR  Case:LDL Cho>139 Bt
Name Assoc Allele Case Control Frequencies P value Name Assoc Allele Case Control Frequencies P value
1 rs4704200 T 0.658, 0.629 0.651 1 rs4704200 T 0.673, 0.635 0613
2 rs10056811 G 0.623,0.612 0.867 2 rs10056811 G 0.673, 0.601 0.348
4 rs3843481 T 0579, 0517 0.347 4 rs3843481 A 0462, 0.449 0877
6 rs12654264 T 0553, 0526 0.684 6 rs12654264 T 0.577,0528 0.534
7 rs3846662 G 0579, 0517 0.347 7 rs3846662 G 0.577,0.539 0.632
8 rs12916 T 0.614, 0517 0.139 8 rs12916 T 0.654, 0.539 0.143
Block Haplotype Freq. Case Control Frequencies P Value Block Haplotype Freq. Case Control Frequencies P Value
Block 1 TATT 0.35 0.323,0.376 0.393 Block 1 TATT 0.35 0.286, 0.368 0.277
GGAA 0.326 0.295, 0.357 0.322 GGAA 0.326 0.305, 0.333 0.705
TGTT 0.153 0.193,0.113 0.094 TGTT 0.153 0.230, 0.130 0.077
TGAA 0.098 0.106, 0.090 0.672 TGAA 0.098 0.078,0.104 0.589
TGAT 0018 0009, 0.026 0.342 TGAT 0018 0.058, 0.006
TATA 0013 0.026, 0.000 0.081 TATA 0013 0.019,0.011 0.652
GGTA 0.01 0.009, 0.011 0.867 GGTA 0.01 0.000, 0.013 0424
Block 2 AT 0433 0419, 0.446 0.679 Block 2 AT 0433 0.421, 0436 0.845
GC 0415 0.384, 0.446 0.339 GC 0415 0.344,0.436 0.236
6T 0.133 0.195,0.071 6T 0.133 0.233,0.103
AC 0.019 0.002, 0.037 0.057 AC 0.019 0.002, 0.025 0.305

K3 ITL) CRRNEET +477GA ZRLC A, JIEDOENE. L UM A—FROP IR ER

R & DEIR

GHSR +477GA RBFEFAR TO5 5L #EE &%

BEEREE @ ¥%H (@ %8 (g) Oi$E () TG (mg/dD TG—FHZDIERE
GG 43N 3437 £ 1259 328 £ 215 580 = 384 346 = 205 1370 = 666 -546 £ 712
GA 58A 3259 + 844 326 £ 297 422 + 344 2715 £ 224 1567 = 817 -10.14 £ 592
AA 17N 3808 = 1471 612 = 1021 80.1 £ 646 448 + 214 1489 += 937 -4089 £ 999
ANOVA p= 0.199 p= 0070 p = [KIK] p = [K]K] p= 0459 e 0.025
Bonferroni GA<AA p= 0085 p = (K] p = KK Il 0.049

GG <AA p = (K
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rs4971516
rs10199768
rs679899
rs1367117
rs515135
rs1429974
rs754524

rs693

Block 1 (365 ki) Block 2 (24 ki)

6 7

B

vl T KO ST LN L0 P OO

TGGAG .716w—CCT .660

55 CGGAG .151 SZCAT 145
“ T6666 .058 252 TCT.107
“‘ TATGA .032 —3CAG .083

TGGGA .026
uly

2.ApoB Bz FDEHEAFEH IO 718&E (A) EEABHIR— MIHI2ENTO214 TOEE

587 (B)

19
11

ST

rs4704200
rs10056811
rs3s43481
rs12654264
rs3846662
rs12916

o8]

=l N A WD P OO

Block 1 (75 kb) Block 2 (5 kb) TATT .350 6C .415
> GGAA .326 AT .433

TGTT .153 6T .133

TGAA .098 AC.019

TGAT .018

TATA .013

GGTA .010

.87

X 3. EAEEBEMICEH 1T D HMGCR EZFOEHEAFEH Oy ViE(A) EENT O 1 TOFHE
58/ (B)
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